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Supplementary Table S3. Cut off values for antigens determined as mean magnitude plus three 
standard deviations of responses from 26 uninfected European donors.  
Antigen IgG1 
(μg/ml) 
IgG4 
(μg/ml) 
IgE 
(ng/ml) 
SmTAL1 45.74 0.03 0.50 
SmTAL2 6.55 0.011 451.80 
SmTPM2.8  91.50 1.88 90.90 
SmThioredoxin 0 0 0 
SmCyclophilin 53.81 0.47 0 
SmTPI 0 0 0 
SmSOD 104.00 0 16.88 
SmPGK  0 0 0 
SmHSP20 0 0 0 
SmAldolase 53.29 0 0 
SmUbiquitin 0 0 0 
SmDLC 0 0 172.12 
SmAK  0 0 0 
SmVAL6 7.50 0 93.26 
SmProfilin 58.30 0 0 
SmLipocalin 0 0 0 
Sm14-3-3 0 0 0 
 
